Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.005 Å; R factor = 0.075; wR factor = 0.239; data-to-parameter ratio = 14.8.
The asymmetric unit of the title compound, C 22 H 28 -N 2 O 3 ÁCH 4 O, consists of two independent Schiff base molecules and two independent methanol solvent molecules. In one Schiff base molecule, the 2-hydroxy group forms an intramolecular hydrogen bond with the amide O atom, whereas in the other Schiff base molecule, the 2-hydroxysubstituted benzene ring is oriented so that the 2-hydroxy group serves as hydrogen-bond acceptor for the amide NH group. In the crystal structure, Schiff base molecules interact with methanol solvent to furnish a hydrogen-bonded chain.
Related literature
For references to other crystal structures of substituted benzylidene-2-hydroxybenzohydrazides, see: Yehye et al. (2008) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . that of the 2,4-dimethoxy derivative, which crystallizes as an ethanol solvate (Yehye et al., 2008 and references cited within).
In the title compound , the asymmetric unit consists of two Schiff-base and two solvent molecules. In one Schiff base molecule, the hydroxy group forms an intramolecular hydrogen bond with the amido C=O oxygen atom whereas in the other Schiff base molecule, the phenylene ring is rotated so that the 2-hydroxy group now serves as hydrogen-bond acceptor to the amido NH nitrogen atom (Fig. 1) . The Schiff-base molecules interact with the two lattice methanol molecules to furnish a hydrogen-bonded chain.
Experimental 2-Hydroxybenzohydrazide (0.5 g, 4 mmol) and 3,5-di-tert-butyl-4-hydroxybenzaldehyde (0.9 g, 4 mmol) were heated in ethanol (30 ml) for 2 h. The solvent was removed by evaporation and the product recrystallized from methanol.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.95 to 0.98 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2-1.5 U(C).
The oxygen-and nitrogen-bound H-atoms were similarly treated as riding (O-H 0.84 Å, N-H 0.88 Å). Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
Geometry. 
